Fly strains and genetic crosses. The effectiveness of the PBac(WH)f06492 from Exelixis construct to over-express TnI was validated by qRT-PCR assay in tubGal4LL7>UAS-TnI f06492 adults. Among the other available inserts in wupA, P(XP)d07274 cannot be used due to its bidirectional configuration and P(EP)G20589 is not adequate for the over-expression experiments because it is a mutant allele for wupA based on the lack of complementation with hdp and TnI 23437 alleles. To induce TnI lossof-function cell mosaics, we tested three RNAi lines: P{TRiP.JF02172}attP2
represented. The quotient between GFP/DAPI indicates the total clonal area in the disc.
Cell profiles were labelled by the myristoylated form of RFP and the data were treated with a similar protocol for calculations of total clone area. Caspase 3 quantification was performed with the "surface" option of the same software. To measure activated C3 signals in the anterior versus posterior wing compartments, a green mask to occlude one compartment was applied. The ratio of posterior versus anterior C3 positive area was represented.
Quantitative qRT-PCR and primer sequences. For qRT-PCR assays, adults were obtained from crosses indicated in the corresponding figure legends. Crosses were maintained at 17ºC during development and, after eclosion, 5 days old adult flies were shifted to 29ºC for 36 hours, then groups of 30 males were frozen in liquid nitrogen.
RNA was extracted with Trizol (Invitrogen) according to standard procedures. To prevent genomic DNA contamination all RNA samples were treated with DNaseI according to manufacturer´s procedures (30 min at 37ºC). Primers were designed to anneal in different exons from each gene, later qPCR products were run in 2% agarose gels to analyze the bands. All the products correspond with their expected length, which indicates that no genomic DNA contamination was present. Assays were performed in triplicates using RNApolII as a housekeeping gene. Drosophila Troponin-I TaqMan Gene Expression probe (Applied Biosystems) was used.
The following forward (F) and reversal (R) primers were used to monitor the genes assayed in the qRT-PCR assays:
Cell cycle analysis and anti TNNI1 peptides. Cells were permeabilized using PBS with 0.1% Triton X-100 (Sigma) and incubated 30 min with 100 μg/ml Ribonuclease A (Sigma) and 50 μg/ml Propidium Iodide (PI) (Sigma). Argon laser excitation at 488 nm was used to measure PI fluorescence through a band-pass 616/23 nm filter using a , Harlan) as described [2] . 7 days after injection, mice were fed with doxycycline (625mg/Kg; Harlan) to induce shRNAmir and RFP expression.
Tumour size was followed by fluorescence as described [3] using DsRed filters (500- 
